
Prof. FATİH YAŞARProf. FATİH YAŞAR
Personal InformationPersonal InformationOffice Phone: Office Phone: +90 312 297 7164 Office Phone: Office Phone: +90 312 297 7239 Email: Email: fatih@hacettepe.edu.trWeb: Web: https://avesis.hacettepe.edu.tr/fatih
International Researcher IDsInternational Researcher IDs  ORCID: 0000-0003-2216-5263 Publons / Web Of Science ResearcherID: G-6047-2013 ScopusID: 55940706100 Yoksis Researcher ID: 7854
Education InformationEducation InformationDoctorate, Hacettepe University, Mühendislik Fakültesi, Fizik Mühendisliği, Turkey 1995 - 2000Undergraduate, Hacettepe University, Mühendislik Fakültesi, Fizik Mühendisliği, Turkey 1988 - 1995
Foreign LanguagesForeign LanguagesEnglish, B1 Intermediate
Research AreasResearch AreasComputer Sciences, algorithms, Simulation and Modelling, Parallel Algorithms, Numerical Algorithms, Physics, GeneralPhysics, Statistical physics, thermodynamic and nonlinear dynamic systems, Chemistry, Biochemistry, BiophysicalChemistry, Protein Chemistry, Natural Sciences, Engineering and Technology
Academic Titles / TasksAcademic Titles / TasksProfessor, Hacettepe University, Mühendislik Fakültesi, Fizik Mühendisliği Bölümü, 2008 - ContinuesAssociate Professor, Hacettepe University, Mühendislik Fakültesi, Fizik Mühendisliği Bölümü, 2002 - 2008Research Assistant, Hacettepe University, Mühendislik Fakültesi, Fizik Mühendisliği Bölümü, 1993 - 2002
Academic and Administrative ExperienceAcademic and Administrative ExperienceHacettepe Üniversitesi, Mühendislik Fakültesi, Fizik Mühendisliği, 2018 - ContinuesHacettepe Üniversitesi, Atama Kriterleri Belirme Ve Dosyaları İnceleme Komisyonu, 2017 - ContinuesHacettepe Üniversitesi, Mühendislik Fakültesi, Fizik Mühendisliği Bölümü, 2009 - 2012
Supervised ThesesSupervised Theses

tel:+90 312 297 7164
tel:+90 312 297 7239
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INTERNATIONAL JOURNAL OF MODERN PHYSICS C, vol.12, no.6, pp.793-800, 2001 (SCI-Expanded)XXXI. MOLECULAR MODELING OF TWO HEXAPEPTIDE REPEAT MOTIFS OF HMW GLUTENIN SUBUNITSMOLECULAR MODELING OF TWO HEXAPEPTIDE REPEAT MOTIFS OF HMW GLUTENIN SUBUNITSHANDAN A., YAŞAR F., ÇELİK T., ÇELİK S., KÖKSEL H.International Journal Of Modern Physics C, vol.12, pp.281-292, 2001 (SCI-Expanded)XXXII. Multicanonical simulations of five tetrapeptide sequences in the central domain of HMW gluteninMulticanonical simulations of five tetrapeptide sequences in the central domain of HMW gluteninArkin H., Yasar F., ÇELİK T., Celik S., Koksel H.INTERNATIONAL JOURNAL OF MODERN PHYSICS C, vol.11, no.8, pp.1595-1606, 2000 (SCI-Expanded)XXXIII. Multicanonical procedure for continuum peptide modelsMulticanonical procedure for continuum peptide modelsYAŞAR F., Celik T., Berg B., Meirovitch H.JOURNAL OF COMPUTATIONAL CHEMISTRY, vol.21, no.14, pp.1251-1261, 2000 (SCI-Expanded)XXXIV. Study of autocorrelation times in 2D potts model under quenched bond randomnessStudy of autocorrelation times in 2D potts model under quenched bond randomnessYasar F., Gunduc Y., Celik T.INTERNATIONAL JOURNAL OF MODERN PHYSICS C, vol.11, no.4, pp.707-712, 2000 (SCI-Expanded)XXXV. Effects o f the distribution of bimodal bonds on phase transition in 2D Potts modelEffects o f the distribution of bimodal bonds on phase transition in 2D Potts modelYAŞAR F., Gündüç Y., CELIK T.Physica A: Statistical Mechanics and its Applications, vol.274, no.3, pp.537-544, 1999 (SCI-Expanded)XXXVI. Softening of phase transition by random distribution of bimodal-bonds in the 2D 8-state Potts modelSoftening of phase transition by random distribution of bimodal-bonds in the 2D 8-state Potts modelYasar F., Gunduc Y., Celik T.INTERNATIONAL JOURNAL OF MODERN PHYSICS C, vol.10, no.5, pp.961-966, 1999 (SCI-Expanded)XXXVII. Rounding of phase transition in the 2D 8-state random bond Potts modelRounding of phase transition in the 2D 8-state random bond Potts modelÇELİK T., YAŞAR F., Gündüç Y.Computer Physics Communications, vol.121, pp.194-196, 1999 (SCI-Expanded)XXXVIII. Softening of the phase transition in a two-dimensional Potts model under quenched bondSoftening of the phase transition in a two-dimensional Potts model under quenched bondrandomnessrandomnessYasar F., Gunduc Y., ÇELİK T.PHYSICAL REVIEW E, vol.58, no.4, pp.4210-4212, 1998 (SCI-Expanded)XXXIX. Short-time dynamics o f cluster growth in the Potts modelShort-time dynamics o f cluster growth in the Potts modelYasar F., GUNDUC Y., AYDIN M., CELIK T.PHYSICA A-STATISTICAL MECHANICS AND ITS APPLICATIONS, vol.255, pp.430-438, 1998 (SCI-Expanded)
Articles Published in Other JournalsArticles Published in Other JournalsI. Softening of Phase Transition in the Potts Model Under The Quenched Bond RandomnessSoftening of Phase Transition in the Potts Model Under The Quenched Bond RandomnessYAŞAR F., GÜNDÜÇ Y., TARİK Ç.Turkish Journal of Physics, pp.233, 1999 (Scopus)II. Cluster Study of Phase Transition in Two Dimentional Q State Potts ModelCluster Study of Phase Transition in Two Dimentional Q State Potts ModelAYDIN M., GÜNDÜÇ Y., ÇELİK T., YAŞAR F., BURCU O.Turkish Journal of Physics, pp.64-72, 1997 (Scopus)III. Dynamics o f Clusters in Three Dimensional 3 State potts ModelDynamics o f Clusters in Three Dimensional 3 State potts ModelYAŞAR F., GÜNDÜÇ Y., AYDIN M., ÇELİK T.Turkish Journal of Physics, pp.153, 1997 (Scopus)IV. Multicanonical Simulations of the Hopfield ModelMulticanonical Simulations of the Hopfield ModelYAŞAR F., TARİK Ç.Turkish Journal of Physics, pp.71, 1996 (Scopus)
Papers Published in Refereed Scientific MeetingsPapers Published in Refereed Scientific MeetingsI. Mixed Model Replica Exchange to  Study Switching ProteinsMixed Model Replica Exchange to  Study Switching ProteinsNATHAN A. B., ULRİCH H. H., YAŞAR F.



From Computational Biophyscs To System Biology (CBSB15), Oklahoma, United States Of America, 17 - 19 May2015II. Hybrid MC MD simulation of the Trp cage miniprotein in implicipt so lventHybrid MC MD simulation of the Trp cage miniprotein in implicipt so lventYAŞAR F., NATHAN B., ULRİCH H. H.From Computational Biophysics to Systems Biology (CBSB2015), Oklahoma, United States Of America, 17 - 19 May2015III. Non linear lens distortion correction procedure in biomechanical analysis o f human movementNon linear lens distortion correction procedure in biomechanical analysis o f human movementARITAN S., YAŞAR F.9th Annual Congress European College of Sport Science, Clermont-Ferrand, France, 3 - 06 July 2004IV. Molecular modeling of peptide sequences of gliadins and LMW-glutenin subunitsMolecular modeling of peptide sequences of gliadins and LMW-glutenin subunitsYasar F., CELIK S., KOKSEL H.8th International Gluten Workshop, Viterbo, Italy, 8 - 10 September 2003, pp.74-77
Supported ProjectsSupported ProjectsYAŞAR F., Project Supported by Higher Education Institutions, Replica Exchange Tünelleme Yöntemi ve Uygulamaları,2015 - 2018DİLAVER M., YAŞAR F., Project Supported by Higher Education Institutions, From Computational Biophysics to SystemBiology CBSB2016 olarak adlandırılan Uluslararası Çalıştayın düzenlenmesi, 2015 - 2017YAŞAR F., Project Supported by Higher Education Institutions, Hybrid MC/MD simulation of implicit Trpcage mini-protein, 2015 - 2015YAŞAR F., Project Supported by Higher Education Institutions, Makromoleküller için Hibrit Simulasyon TekniğiGeliştirilmesine Yönelik Bilimsel İşbirliği, 2014 - 2015YAŞAR F., Project Supported by Higher Education Institutions, Biyolojik Makromoleküllerin Simülasyonları için yenitekniklerin uygulanması, 2012 - 2015
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